Podrobna zprava ke dni 29. 8. 2022

SARS-CoV-2: mikrobiologicka situace v CR

NRL pro chfipku a nechfipkova respiracni virovd onemocnéni

Uvod:

NRL pravidelné analyzuje data a poskytuje MZCR i laboratofim tydenni pfehledovy dokument, jeho? cilem je
monitorovat $ifeni variant SARS-CoV-2, které se na Uzemi CR vyskytuji, poskytovat informace o novych
potencialnich i realnych rizicich v souvislosti s Sifenim a evoluci viru SARS-CoV-2, poskytovat metodické pokyny
vySetrujicim laboratorim a poskytovat dalsi kvalitativni i kvantitativni informace.
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Diskriminacni PCR — vyhodnoceni dat

® \V obdobi od 21. 8. do 28. 8. 2022 (dle data odbéru) ma NRL k dispozici data 1 384 hlasenych
testl diskriminaéni PCR z 16 laboratofi. Prehled zachycenych mutaci dle diskriminaénich PCR za
poslednich 8 dni ukazuje tabulka 1.

Tabulka 1: Pfehled zachycenych mutaci (plovouci datovy interval za poslednich 8 dni z UZIS):

Varianta Celkem Podil
BA.1/2 29 2,1%
BA.4/5 971 70,2%
BA4/5 (delta) 78 5,6%
omikron 295 21,3%
delta 1 0,1%

neurceno/nevysetieno 10 0,7%



7;w obiologie odnoceni sekvena oF: Ode arve

e K 28. 8. 2022 bylo v CR celogenomové sekvenovano 48 121 SARS-CoV-2 pozitivnich vzorkd, zdrojem jsou interni data NRL a mezinarodni
platforma GISAID. V této databazi je zverejnéno celkem 569 sekvenaci s datem odbéru vzorku mezi 28. Cervencem a 28. srpnem. Dle
celogenomové sekvenace v tomto ¢asovém obdobi prevazovala varianta omikron, varianta BA.5.x. Celkovy prehled vsech sekvenovanych
variant ukazuje tabulka 2. Vyvoj podilu jednotlivych sekvenovanych variant od 1. 2. 2022 zobrazuje graf 1.

Tabulka 2: Pfrehled sekvenovanych variant v CR sledované obdobi Tabulka 3: Souhrnny prehled sekvenaci za sledované obdobi

Varianta Pocet Podil

BA.2 46 8,1%

BA.4 4 0,7% . v .,
BA.4.1 5 0,9% Varianta Pocet Podil
EAATe z 2 BA.2.X 46 8,1%
BA.4.7 1 0,2%

BA.5 40 7,0% BA.4.x 12 2,1%
BA.5.1 161 28,3%

BA.5.1.1 1 0,2% BE.1x 60 10,5%
BA.5.1.2 6 1,1% BF.X 41 7’2%
BA.5.1.3 5 0,9%

BA.5.1.4 1 0,2% BA.5.x 416 73,1%
BA.5.1.5 1 0,2%

BA.5.2 99 17,4%

BA.5.2.1 81 14,2%

BA.5.2.2 2 0,4%

BA.5.2.3 4q 0,7%

BA.5.3 3 0,5%

BA.5.3.1 6 1,1%

BA.5.5 3 0,5%

BA.5.6 2 0,4%

BA.5.9 1 0,2%

BE.1 9 1,6%

BE.1.1 45 7,9%

Br.1 ’ LA Pro vypocet pouzit algoritmus Pangolin v 4.1.1.
BE.5 25 4,4% Zdroj: https://pangolin.cog-uk.io/ 3
BF.7 8 1,4%


https://pangolin.cog-uk.io/
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* Projekt COVd ukazuje linie viru SARS-CoV-2 v prehledném grafu:
https://virus.img.cas.cz/lineages

e Testovani antigennich testd na covid-19
Antigenni COVID testy — Vysoka skola ekonomickd v Praze (vse.cz)

e Seznam testd SUKL
https://www.sukl.cz/prehled-testu-k-diagnostice-onemocneni-covid-19

Dalsi zdroje:

e Tracking SARS-CoV-2 Variants

e COVID-19 new variants: Knowledge gaps and research

® Genomic sequencing of SARS-CoV-2: a guide to implementation for maximum impact on public health

e Considerations for implementing and adjusting public health and social measures in the context of COVID-
19

e VIEW-hub: repository for the most relevant and recent vaccine data

e WHO Statement on Omicron sublineage BA.2



https://virus.img.cas.cz/lineages
https://covidtesty.vse.cz/#hodnoceni-testu
https://www.sukl.cz/prehled-testu-k-diagnostice-onemocneni-covid-19
https://www.who.int/en/activities/tracking-sars-cov-2-variants/
https://www.who.int/publications/m/item/covid-19-new-variants-knowledge-gaps-and-research
https://www.who.int/publications/i/item/9789240018440
https://www.who.int/publications/i/item/considerations-in-adjusting-public-health-and-social-measures-in-the-context-of-covid-19-interim-guidance
https://view-hub.org/
https://www.who.int/news/item/22-02-2022-statement-on-omicron-sublineage-ba.2

e NRL upozornuje, ze molekularné-biologicka surveillance stale probiha a je stale potreba zasilat pozitivni vzorky do
sekvenacnich center.

e Sekvenacni data vykazuji shodu se svétovymi daty, dominuje varianta BA.5x (BA.5 like), kam spadaji i varianty BE a BF. like
Dle sekvenacnich dat momentalné prevazuji podtypy varianty omikron - BA.5 (vice nez 70 % sekvenci), dale subvarianta BE
(vice nez 13 % sekvenci). Subvarianty omikronu BA.2.x je zastoupena 8 procenty. V zastoupeni variant nepozorujeme
dynamiku, situace je de facto stejnd jako v minulém tydnu.

e NRL distribuovala v minulém tydnu vzorky WHO pro externi hodnoceni. Je distribuovdno 6 vzork(. Jedna se o neinfekéni
material, ktery je urCen primo k izolaci RNA bez dalSich Uprav Ci fedéni. Vzorky je mozné distribuovat pri +2 - +25 °C,
kratkodobé uchovavat (2 tydny) pfi +2 - +8 °C, dlouhodobé by mély uchovavany byt pfi - 20 °C. Dulezité je minimalizovat
opakovany cyklus zamrazovani. V pfiloze naleznete navod na zadavani vysledk(l do WHO webové aplikace. Jak postupovat
pfi prihlaseni do web aplikace a pfi zaddvani vzorkd bude podrobné popsano a diskutovano v ramci online ZOOMu, viz dalsi
strana:

Kolektiv autoru:
RNDr. Helena Jifincovd, Timotej Suri, M.Sc.
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Session Zoom Information
Monday Topic: WHO/RCPAQAP SARS-CoV-2 EQA - Result Entry Tutorial
2gth August Time: Aug 29, 2022 09:00 AM Paris
09:00 CET Join Zoom Meeting

https://who.zoom.us/j/95306073931

Meeting ID: 953 0607 3931

Passcode: @ WHOEQA22
Monday Topic: WHO/RCPAQAP SARS-CoV-2 EQA - Result Entry Tutorial
2gth August Time: Aug 29, 2022 11:00 AM Paris
11:00 CET Join Zoom Meeting

https://who.zoom.us/j/91631525034

Meeting ID: 916 3152 5034

Passcode: @ WHOEQA22
Wednesday Topic: WHO/RCPAQAP SARS-CoV-2 EQA - Result Entry Tutorial
315t August Time: Aug 31, 2022 09:00 AM Paris
09:00 CET Join Zoom Meeting

https://who.zoom.us/j/96408110107

Meeting ID: 964 0811 0107

Passcode: @ WHOEQA22
Wednesday Topic: WHO/RCPAQAP SARS-CoV-2 EQA - Result Entry Tutorial
315t August Time: Aug 31, 2022 11:00 AM Paris
11:00 CET Join Zoom Meeting

https://who.zoom.us/j/97151824573
Meeting ID: 971 5182 4573
Passcode: @ WHOEQA22




Navod na zadavani
vysledku WHO EHK

Srpen — zari 2022
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Forgot your password? Need help? By using myQAP, you agree to the Terms of Trade and
Privacy Policy. Need an account? Contact customer.service@rcpadgap.com.au.
You visited this page on 8/24/22.
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@ myQAP 1

— Log in

1 -Vase nahlasena emailova adresa

Email address

2-= Forgot your password?

Need help?

By using myQAP, you agree to the Terms of Trade and Privacy Policy.

Powerad by RCPAQAP

Need an account? Contact customer service@rcpagap.com.au

myQAP o1

Forgot your password?

Enter your email address and we'll send you your
password reset link.

e V@S nahlaseny email

Log in

Powered by Rc PAQAP

Need an account? Contact customer service@rcpagap.com.au



Login 4. a 5. krok myQAP -

Set your password

Here's a link to reset your password
RCPAQAP Customer Service (customer.service@rcpagap.com.au)  Odhlasit odber Hello Helena,

Your registered email address is:
helena.jirincova@szu.cz

Flease set your password below.

Password reset

Confirm password

Hi Helena,

You made a request to reset your myQAP password. Please click on the link
below to complete the process.

Reset Password Need help?

The link will expire after 1 day, after which you will need to request a new
password via the myQAP portal. If you are continuing to have trouble
accessing your account, you can contact
customer.service@rcpagap.com.au for support.

By using myQAF, you agree to the Terms of Trade and Privacy Folicy.

Powered by RC PAQAP

If you did not request a password reset, you can safely ignore this email.
Your password won't be changed.
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1. Vénuj pozornost: Survey instructions klikni a precti si navod!!!! Ke vzorkiim nic nepfiddvej, rovnou

WHO Global Round of Laboratory Proficien

cy Test

ing for the Detection of SARS-CoV-2 by PCR

izoluj (my izolujeme 200ul do 100 ul)

2. Klikni vpravo, v mém pripadé je to policko DRAFT (jiz mam predvyplnéno)

European Regicn
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Vloz vysledky a vypln dotaznik

L ]
myQAP :1- veearew> & ()
This round enrolment has unsubmitied resulis. Press the "Progress to submit' button to review and submit them
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“ WHO Global Round of Laboratory Proficiency Testing for the Detection of SARS-CoV-2 by PCR survey 1/1, Closes 12 Sep 2022 [0 show Print Layout =
Participant Statni zdravotni ustav WHO/3220665

SURVEY INSTRUCTIONS RESULT ENTRY SUBMITTED RESULTS

WHO SARS-CoV-2 Questionnaire

SARS-Cov-2

Targetis) included in the algorithm

Target(s) included in the algorithm E. N2, RdRp, § - Method /“

Extraction Kits / Measurement Systems for Extraction / SARS-CoV-2
Methods / Measurement Systems for Amplification and Detection

SURVEY INSTRUCTIONS RESULT ENTRY SUBMITTED RESULTS

WHO SARS-CoV-2 CQuestionnaire

Pokud nemas hotovo a budes jesté zaddavat Ci kontrolovat, uloz (1) pokud mas hotovo Progress to submit (2)

(O  Not Detected

1 Progress to submit -




