C.,

* V obdobiod 30. 1. do 7. 2. 2022 (dle data odbéru) ma NRL k dispozici data 86 367 provedenych testl diskriminacéni
PCR ze 78 laboratofi.

« K7.2.2022 bylo v CR celogenomové sekvenovano 27 168 SARS-CoV-2 pozitivnich vzorkd, zdrojem jsou interni data

NRL a mezinarodni platforma GISAID. V této databazi je zverfejnéno celkem 1 707 sekvenaci s datem odbéru vzorku
mezi 7. lednem a 7. Unorem.
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Graf 5a: 7denni incidence na 100 000 obyvatel covid-19 dle Graf 5b: 7denni incidence na 100 000 obyvatel covid-19 dle
okrest ke dni 6. 2. 2022 okresu ke dni 30. 1. 2022
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szu PUEILINEL A
Grﬂf 1: Poéty pripadi covid-19 za poslednich 28 dni
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Graf 2: Tydenni poéty pFipadd covid-19 od 30. 8. 2021 do
6. 2.2022
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Covid - Tydenni incidence dle véku na sto tisic osob

90-99 237 261 278 298 366 428 466 493 556 567 593 628 664 733 785 801 838 832 929
80 - 89 163 179 194 205 224 248 291 311 363 370 399 429 482 502 543 545 571 559 593
70 -79 218 248 266 278 307 335 391 416 479 490 521 539 595 613 647 631 666 645 668
60 - 69 387 440 473 495 538 586 697 740 847 858 913 940 1044 1052 1108 1057 1109 1062 1089

50-59 875 984 10511094 11851271 1488 1580 1784 1808 1911 1942 2140 2125 2185 2069 2143 2040 2075

T WL B 1018 1176 1370 1547 1655 1723 1850 1985 2307 2393 2645 2660 2801 2812 3028 2905 2941 2722 2783 2601 2599
K{VEC{* 81123 1282 1488 1664 1770 1834 1937 2047 2356 2439 2702 2719 2857 2871 3106 3018 3077 2863 2950 2779 2779

y{ R4 B 1175 1343 1544 1740 1833 1903 1996 2082 2398 2479 2712 2729 2866 2877 3096 2989 3027 2812 2882 2708 2712

(VR 921 1027 1121 1198 1264 1293 1357 1455 1647 1686 1804 1786 1870 1844 1960 1856 1871 1744 1783 1662 1657



D10C DIOLICE DSPILC d(CC
Graf 3a: Poéty pripadd covid-19 hospitalizovanych za Graf 3b: Pofty pfipadi covid-19 hospitalizovanych na JIP za
poslednich 14 dni dle stavu ockovani poslednich 14 dni dle stavu ockovani
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Vyvoj proockovani jednotlivych vékovych skupin v ¢ase 1. davkou vakciny Vyvoj proockovani jednotlivych vékovych skupin v ¢ase 2. davkou vakciny
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Pocet osob, kterym dosud nebyla aplikovana ani prvni davka ockovani

18-24 2529 30-34 3539 4044 4549 5054 5559 6064 6569 7074 7579 B0+
Vék
Zdro] dat: COVID-18 v CR: Oteviené datové sady a sady ke staZeni (k 9. 2. 2022)



V obdobi od 30. 1. do 7. 2. 2022 (dle data odbéru) ma NRL k dispozici data 86 367 provedenych testl diskriminacni PCR
ze 78 laboratori.

Tabulka 1: Prehled zachycenych mutaci

[Mutace! N [Pozitivnich T [Celkem (vzorkd v'sade) ] [Procento v sad I [T S ST AT

15 386 0,01 % alfa, delta + A570D

12 820 0,62 % beta, gama, alfa E484K+, delta+
33378 0,78 % delta, delta+

75 996 94,53 % Suspektni omikron

1580 0,94 % Suspektni BA.2



Tabulka 3: Pfehled sekvenovanych variant s 5 a vice pozitivnimi vzorky v CR za 7. 1. 2021 - 7. 2. 2022

LEN :::
BAL1 G
63
62
. 40
BA2  BE
13
10
Av.4.2.3 8
AY.113 8
AY.36 6
AY.20.1 5
Av.7.1 5

CEER -
1707

49,97 %
33,45 %
3,69 %
3,63 %
2,34 %
1,05 %
0,76 %
0,59 %
0,47 %
0,47 %
0,35 %
0,29 %
0,29 %
2,63%

Omikron
Omikron
Delta+
Delta+
Delta+
Omikron
Delta+
Delta+
Delta+
Delta+
Delta+
Delta+
Delta+

| Varianta | celkem _|podil __|DleWHO |

Zmeéna dynamiky vyskytu sledovanych VOC

- ) covSPECTRUM
v CR, zdroj covspectrum.org

Enabled by data from (&l =

B.1.1.529% omicron 79.7% BA.1* 78.2%

1

BA.2* 15% B.1.617.2%peita 13.2%
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https://covspectrum.org/

Graf 8: Pfehled vyznamnych sekvenovanych variant v CR jako podil z celku

Podil jednotlivych sekvenovanych variant
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* Projekt COVd ukazuje linie viru SARS-CoV-2 v prehledném grafu:
https://virus.img.cas.cz/lineages

e Testovani antigennich testd na covid-19
Antigenni COVID testy — Vysoka Skola ekonomicka v Praze (vse.cz)

e Seznam testd SUKL
https://www.sukl.cz/prehled-testu-k-diagnostice-onemocneni-covid-19

e Studie — 5 dni karantény nemusi stacit — vysoka mira pozitivity antigennich test( po 5ti dnech
karantény
https://www.medrxiv.org/content/10.1101/2022.02.01.22269931v1
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https://virus.img.cas.cz/lineages
https://covidtesty.vse.cz/#hodnoceni-testu
https://www.sukl.cz/prehled-testu-k-diagnostice-onemocneni-covid-19
https://www.medrxiv.org/content/10.1101/2022.02.01.22269931v1

C.,

* Epidemiologicka situace v soucasnosti z hlediska poctu novych pripadud stagnuje, ale nadale dochazi k
vyraznému narlistu poctu hospitalizovanych. Cast okresd vykazuje mirné zlepgeni, ve zbyvajicich okresech je
stav podobny jako v minulém tydnu.

e Varianta omikron se pfendsi s vy3si U¢innosti a dle dat v CR zadala prevaZzovat nad 50 % pFipad(i od 9. 1.
2022. Nyni se jeji podil pohybuje na urovni 95 %. Data z laboratofi jsou pribézné doplhovana a podil
varianty omikron se tak mize zpétné zménit.

Kolektiv autor(:
RNDr. Helena Jifincova, MUDr. Jan Moskalyk, RNDr. Alena Fialova, Ph.D.,

MUDr. Monika Liptakova, MUDr. Martina Leppova, RNDr. Marek Maly, CSc.
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FURTHER DEVELOPMENT IN THE ORF3A:H78Y CLUSTER ~  =cun

INSTITUT

ORF1a:C213R ORF1a:G327S

;“.

Fylogenier lavet af: Vithiagaran Gunalan

-A subset of around 50 cases has two further ORF1a mutations in the genomic vicinity of each other

-A possible recombinant ?, is being investigated further
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Recent distribution of the most frequent variants
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health hotline 1177

Wastewater surveillance

Hospital/ICU surveillance

Reason for death and excess mortality

https://covid19dataportal.se/data_types

/environment/wastewater/
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COVID-19 new hospital admissions
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Antall analyserte prever

Omicron dominant from week 52, BA.2 starting to increase
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Whole genome sequences

Sequence ~5% of all cases

Increase in BA.2, 35% of all cases week 4

No further incease in BA.1.1
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ORF9b is a type | and type lll interferon inhibitor so seems very

dubious if that would somehow be a useful truncation for the
Virus.

We do have a lot of BA.2 with ORF9b:N27-
ORF9b:N28- and ORF9b:N29-

After uploading sequences to GISAID, it raised a warning "Gap
of 8 nucleotide(s) found at refpos 28362 (FRAMESHIFT)"
omicron sequences. These omicron sequences come out of
different labs and so far GISAID found around 800 sequences of
this kind.

Have anyone else encountered this warning?



VOC

Lineage +
WHO additional
label mutations

B.1.351
Beta

P
Gamma

B.1.617.2
Delta

Omicron B 11529

X ABTV, ABS-70, T9SI, G142D, A143-145, N2111, A212, ins215EPE, G339D, S371L, S373F, S375F, K417N, N440K,

Country first
detected
(community)

South Africa

Brazil

India

South Africa
and
Botswana

Spike
mutations
of interest

KA1TN,
E484K,
MNS01Y,
D&14G,
ATOTV

KA1TT,
E484K,
MNS01Y,
D&14G,
HE55Y

L452R,
T478K,
D&14G,
PES1R

(%)

Year and
month
first
detected

September
2020

December
2020

December
2020

November
2021

Impact on
transmissibility

Increased (v) (1)

Increased (V) (B)

Increased (V) (8)

Unclear (v) (13-
15) 2

Impact
on
immunity

Increased
(V) (2.3)

Increased

(V) (1)

Increased
{v) (5-11)

Increased

(vi(18)

Impact
on
saverity

Increased
(v) (4. 9)

Increased

(v) (3)

Increased
(v) (10,
12)

Reduced
(V) (17-
23)b

Transmission
in EW/EEA

Community

Community

Community

Dominant

G446S, S4TTN, TATSK, E484A, Q493R, G496S, Q498R. N501Y, Y505H, T547K, D614G, HB55Y, N679K, P681H,
N764K, D796Y, N856K, Q954H, N96IK, LIB1F

https://www.ecdc.europa.eu/en/covid-19/variants-concern

23



VOI

WHO
label

Mu

Lambda

n/a

Lineage + Country first Spike
additional detected mutations
mutations (community) of interest

B1621  Colombia R346K,
E484K,
NS01Y,
D614G,
PE81H

C.37 Peru L4520,
F4905,
DE14G

AY.4.2 United L452R,
Kingdom T478K,
DE140,
PEE1R,
AZ22V,
Y145H

Year and
month
first
detected

January
2021

December
2020

June 2021

Impact on
transmissibility

Increased (m)
(24)

Mo evidence

Increased (v)
(28)

Impact
on
immunity

Increased
(m) (23)

Increased
) (26,
27)

Similar (v)
(28, 29)

Impact
on
severity

Mo
evidence

Mo
evidence

Similar

(v) (28)

https://www.ecdc.europa.eu/en/covid-19/variants-concern

Transmission
in ELW/EEA

Sporadic/Travel

Sporadic/Travel

Community
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nia

nia

nia

https://www.ecdc.europa.eu/en/covid-19/variants-concern

nia

nia

Lineage +
additional
mutations

B.1.1.318

B.1.617.2
+ K417N

B.1617.2
+ E484X
(d)

B.1.617.2
+0Q613H

B.1.617.2
+Q67TH

B.1.640

Country first
detected
(community)

Unclear (b)

United
Kingdom

South Africa

India

India

India

The Republic
of Congo

Spike
mutations
of interest

E484K,
D614G,
P681H

L452R,
T4T8K,
DE14G,
PES1R,
K417N

DE14G,
E484K,
HE55Y,
N501Y,
NE79K,
Y449H

L452R,
T4T8K,
D614G,
PEBIR,
E484X (d)

L452R,
T478K,
DE14G,
PGSR,
Q613H

L452R,
T4T78K,
DE14G,
PGSR,
QB7TH

DE14G,
F490R,
N394S5,
N501Y,
PE81H,
R3468S,
Y4439N,
137-145del

Year and
month
first
detected

January
2021

June 2021

June 2021

April 2021

April 2021

April 2021

September
2021

Impact on
transmissibility

No evidence

No evidence

Increased (m)
(24)

No evidence

No evidence

No evidence

No evidence

Impact
on
immunity

Increased

(m) (25)

No
evidence

Increased
(m) (25)

No
evidence

No
evidence

No
evidence

No
evidence

Impact
on
severity

Mo
evidence

No
evidence

No
evidence

Mo
evidence

Mo
evidence

Mo
evidence

Mo
evidence

Transmission
in EUW/EEA

Detected (a)

Detected (a)

Detected (a)

Detected (a)

Detected (a)

Detected (a)

Detected (a)

25



Project ,Enhancing Whole Genome Sequencing (WGS) and/or Reverse
Transcription Polymerase Chain Reaction (RT-PCR) national infrastructures and

capacities to respond to the Covid-19 pandemic in the European Union and
European Economic Area” had received funding from the European Centre for e ‘
Disease Prevention and Control under the Grant Agreement number

ECDC/HERA/2021/004 ECD.12218. EUROPEAN CENTRE FOR

DISEASE PREVENTION
AND CONTROL

More information about the project: http://www.szu.cz/ecdc-1

NOTE:

Information included reflects only the authors’ view and the Centre (ECDC) is not responsible for any use that may
be made of the information it contains.
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